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Question 1

m Use “Functional Annotation Chart”
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Question 1

m 10 most significantly enriched functional annotation terms
among the over-expressed genes annotations

m Number of genes annotated with each of these terms

E Download File

£ Pt B

12,6 3,1E-16 8,2E-13

727 chart record

cell adhesion
biological adhesion 12,6 3,2E-16 4,1E-13

glycoprotein 37,9 6,7E-16 2,8E-13

UP_SEQ FEATURE glycosylation site:N-linked (GIcNAc...) 182 | 35,9 2,8E-14 4,9E-11

signal 150 29,6 3,3E-13 7,1E-11
cell adhesion 42 8,3 4,0E-13 5,7E-11

signal peptide 150 J 29,6 5,6E-13 4,9E-10

GOTERM\CC_FAT

extracellular region part 60 11,8 6,0E-S 2,0E-6

B GOTERM_Cl extracellular matrix 32 6,3 S9,4E-9 1,5E-6
B GOTERM_CC_FAT i us extracellu i 3 59 2,4E-8 2,6E-6
m To view these genes click on :
64 record(s) & _Download File
OFFCIALGENESTMBOL | GEMENAME |  FesisdGows | Speces |

ADAM23 ADAM metallopeptidase domain 23 RG Homo sapiens
CD24 CD24 molecule; CD24 molecule-like 4 RG Homo sapiens
CASS4 Cas scaffolding protein family member 4 RG Homo sapiens
EDIL3 EGF-like repeats and discoidin I-like domains 3 RG Homo sapiens




Question 2

m Use “Functional Annotation Clustering” tool

Annotation Summary Results
Help and Tool Manual

Current Gene List:
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Question 2

m First identified cluster :

209 Cluster(s) Ei_Download File
Enrichment Score: 12.06 = | Count : P_Value : Benjamini
- GOTERM_BP_FAT cell adhesion RT r— 64 3.1E-16 8.2E-13
® GOTERM_BP_FAT biological adhesion RT — 64 3.2E-16 4.1E-13
- SP_PIR_KEYWORDS cell adhesion RT — 42 4.0E-13 5.7E-11
. GOTERM_BP_FAT cell-cell adhesion RT - 23 1.56-5 2.3E-3

m Click here to visualize members of this cluster




Question 2




Question 3

m Use “Functional Annotation Table” tool

Annotation Summary Results

Help and Tool Manual
Current Gene List:
siMitfvssiLuc_upgenes_Ifcl_padjo05 507 DAVID IDs
Check Defaults
Current Background: Homo sapiens Clear All
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Question 3

m Search for Claudin 15 in the page to see all associated annotations

[ coms | Hom sepens
GOTERM_BP_FAT cell adhesion, cell-cell achesion, calcium-independent cell-cell adhesion, biological adhesion,
GOTERM_CC_FAT

plasma membrane, cell-cell junction, tight junction, integral to membrane, apicolateral plasma membrane, cell junction, intrinsic to
membrane, apical junction complex, plasma membrane part, occluding junction,

GOTERM_MF_FAT structural molecule activity, identical protein binding,
INTERPRO PMP-22/EMP/MP20/Claudin, Claudin, Claudin-15, Claudin, conserved site,

KEGG_PATHWAY Cell adhesion molecules (CAMs

, Tight junction, Leukocyte transendothelial migration,

SP_PIR_KEYWORDS cell junction, cell membNne, complete proteome, membrane, phosphoprotein, Tight junction, transmembrane,
UP_SEQ_FEATURE chain:Claudin-15, modified

idue, topological domain:Cytoplasmic, topological domain:Extracellular, transmembrane region,

m Click on “Cell adhesion molecule (CAMs)” to see all genes from this
pathway



Question 3
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