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Question 1

m Use “Functional Annotation Chart”

Annotation Summary Results

Current Gene List:
siMitfvssiLuc_upgenes_Ifcl_padj005
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=

Disease (1 selected)
Functional_Categories (3 selected)

B #

Gene_Ontology (3 selected)
General Annotations (0 selected)
Literature (0 selected)
Main_Accessions (0 selected)

B EEBE

Pathways (3 selected)

=

Protein_Domains (3 selected)
Protein_Interactions (0 selected)

=

Tissue_Expression (0 selected)

***Red annotation categories denote DAVID defined defaults***
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Question 1

m 10 most significantly enriched functional annotation terms
among the over-expressed genes annotations

m_Number of genes annotated with each of these terms

728 chart records

& Download File

ell adhesion 64 12,6 2,8E-16 8,2E-13

biological adhesion 64 12,6 3,0E-16 4,1E-13

glycoprotein 191 \37,7 1,0E-15 4,2E-13

UP_SEQ_HEATURE glycosylation site:N-linked (GlcNAc...) 181 ES,B 4,8E-14 8,3E-11

SP_PIR_KEYWORDS cell adhesion 42 ,3 3,7E-13 7,9E-11

SP_PIR_KEYWORDS signal 149 29,4 6,1E-13 8,6E-11

UP_SEQ_FERTURE signal peptide 149 29,4 1,0E-12 8,8E-10

GOTERM_CC_| extracellular matrix 32 6,3 8,7E-9 2,9E-6

GOTERM_CC_FAT \gxtracellular region part 59 11,7 1,4E-8 2,3E-6

GOTERM_CC_FAT

m Toview these genes click on

30 59 2,2E-8 2,4E-6

64 record(s) 5l Download File
crowcoesneo | emewe | it ] e

ADAMZ3 ADAM metallopeptidase domain 23 Homo sapiens

CD24 CD24 molecule; CD24 molecule-like 4 R_G Homo sapiens

CASS4 Cas scaffolding protein family member 4 RG Homo sapiens




Question 2

m Use “Functional Annotation Clustering” tool

Annotation Summary Results
Help and Tool Manual

Current Gene List:
siMitfvssiLuc_upgenes_Ifcl_padj005 507 DAVID IDs

Check Defaults

Current Background: Homo sapiens Clear All
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**xRed annotation categories denote DAVID defined defaults***
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Question 2

m First identified cluster :

209 Cluster(s) [ﬁw
Annotation Cluster 1 Enrichment Score: 14.5 v . Count : P_Value : Benjamini
. GOTERM_BP_FAT cell adhesion RT — 64 2.8E-16 8.2E-13
GOTERM_BP_FAT biological adhesion RT — 64 3.0E-16 4.1E-13
- SP_PIR_KEYWORDS cell adhesion RT — 42 3.7E-13 7.9E-11

m Click here to visualize members of this cluster




Question 2




Question 3

m Use “Functional Annotation Table” tool

Annotation Summary Results

Help and Tool Manual
Current Gene List:
siMitfvssiLuc_upgenes_Ifc1l_padj005 507 DAVID IDs
Check Defaults
Current Background: Homo sapiens Clear Al
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**xRed annotation categories denote DAVID defined defaults***

Combined View for Selected Annotation
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Question 3

m Search for Claudin 15 in the page to see all associated annotations

GOTERM_BP_FAT cell adhesion, cell-cell adhesion, calcium-independent cell-cell adhesion, biological adhesion,

GOTERM_CC_FAT plasma membrane, cell-cell junction, tight junction, integral to membrane, apicolateral plasma membrane, cell junction, intrinsic to
membrane, apical junction complex, plasma membrane part, occluding junction,

GOTERM_MF_FAT structural molecule activity, identical protein binding,

INTERPRO PMP-22/EMP/MP20/Claudin, Claudin, Claudin-15, Claudin, conserved site,

KEGG_PATHWAY Cell adhesion molecules (CAMs), Tight junction, Leukocyte transendothelial migration,

SP_PIR_KEYWORDS cell junction, cell memBwane, complete proteome, membrane, phosphoprotein, Tight junction, transmembrane,

UP_SEQ_FEATURE chain:Claudin-15, modifie sidue, topological domain:Cytoplasmic, topological domain:Extracellular, transmembrane region,

m Click on “Cell adhesion molecule (CAMs)” to see all genes from this
pathway



Question 3
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